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Supplemental Table 1

Patient ID Age at Dx Stage at Dx IHC subtype RNA-Seq DNA WES
Primary (n=24) BrM (n=17) Primary (n=15) BrM (n=19) Primary (n=13) BrM (n=17)  Normal (blood) (n=22)
L-01-054 57.7 B Caucasian F Basal/TN Basal/TN Y Y Y Y Y
L-01-062 66 11B Caucasian F Basal/TN Y Y Y
L-01-070/L-01-071 374 nc Caucasian F Basal/TN Not determined Y Y Y
L-01-081 61.1 \ African American F Basal/TN Y Y
L-01-082 29.5 A Caucasian F Basal/TN Basal/TN Y Y
L-01-083 47.3 A Caucasian F Basal/TN Y
L-01-085 50.7 A Caucasian F Basal/TN Basal/TN Y Y
L-01-097 46.4 Unk Caucasian F Unknown Basal/TN Y Y
L-01-138 49.5 | Caucasian F Basal/TN Basal/TN Y Y Y
L-01-153 36.5 A Caucasian F Basal/TN Luminal A Y Y
L-01-175 61.7 | Caucasian F Luminal A Basal/TN Y Y
L-02-012/L-03-011 29 Unk Caucasian F Basal/TN Basal/TN Y Y
L-02-035/L-02-053 30 Unk Asian F Basal/TN Y Y
L-02-049 55.5 1]3) African American F Basal/TN Not determined Y Y
L-02-069 46.2 A Caucasian F Basal/TN Basal/TN Y Y
L-02-076 52 1B Caucasian F Basal/TN Basal/TN Y Y Y Y
L-02-101 443 \% African American F Basal/TN Y
L-02-104 61.3 1B Caucasian M Basal/TN Y
L-02-108 46.7 1nc Caucasian F Basal/TN Basal/TN Y Y Y
L-02-119 40.9 1A African American F Basal/TN Basal/TN Y Y Y
L-02-120 44.8 1A African American F Basal/TN Basal/TN Y Y Y Y
L-02-130 41.3 A Asian F Basal/TN Basal/TN Y Y Y
L-03-016 47.5 A Caucasian F Basal/TN Basal/TN Y Y Y Y Y
L-03-026 70.9 A Caucasian F Basal/TN Basal/TN Y Y Y
L-03-052 39.9 A African American F Basal/TN Basal/TN Y Y Y
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Supplemental Figure 3
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Supplemental Figure 4

Dx primary to death

Variable OR Lower.95C1  Upper.95CI p Sig.code
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Supplemental Figure 5
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Supplemental Figure 6
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Supplemental Figure 7
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Supplemental Figure 8
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Supplemental Figure 9
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Supplemental Figure 10

Dx primary to Event

Dx met to Event

Dx BrM to Event

Variable OR Lower.95CI Upper.95ClI p Sig.code
Stagelll_IV 1.57472 0.4133 5.999 0.5058 ns
Age 1.06764 1.0028 1.137 0.0405 * |
RaceAfrican_American 227337 0.6373 8.109 0.2056 ns
””””””””””””””””””””””””””””””””””” T T T 1"
1 3 4 5 7 8
Odds Ratio
Variable OR Lower.95CI Upper.95CI P Sig.code
Stagelll_IV 0.67513 0.1339 3.405 0.63415 ns
Age 1.10895 1.0294 1.195 0.00648 ™
RaceAfrican_American 3.99804 07533 21.218 0.10366 ns
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Variable OR Lower.95ClI  Upper.95CI p Sig.code
Stagelll_IV 0.63903 0.1605 2544 0.5252 ns
Age 1.06816 1.0054 1.135 0.0328 *
RaceAfrican_American 3.24891 0.7755 13.609 0.107 ns
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Supplemental Figure 11

A.
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Dx primary to event/primary tumor IGS
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Upper.95CI p

q
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Dx met to event/primary tumor IGS
Signature OR Lower.95C1  Upper.95CI p q
Bindea_Tem 0.014066371 0.000543787 0363860557 0.01019645 0153805938
Bindea_Th1_Cells 0.043732438 0.003265689 0585642483 0.018072216 0153805938 -
Bindea_DC 0.074972374 0.007901063 0.711405192 0.024035135 0153805938 -
Hollern_FHTcell 0.212492552 0.05528007 0.516805853 0.024164025 0153805938 —a—
lglesiaVincent_TCell 0347186474 0.136248856 0.584693284 0.026645202 0153805938
Cytolytic_Score 0.543649771 0.310628187 0951475384 0.032830786 0153805938 ——
lglesiaVincent_BCell 0.372212497 0.149532913 0.926499323 0.033666924 0.153905938
Vincent_IPRES_Responder 0.004012374 1.91E-05 0.843811628 0.043156068 0172624272
Bindea_THelper 0.042433089 0.001768094 1.018366181 0.051326496 0.182494208
Bindea_iDC 0.098643644 0.008833058 1.101608151 0.059922705 0191416165
Bindea_Tgd 0339607463 0107205423 1.075815255 0.066395612 0191416165
Hollern_FHB 0.003591698 7.62E-06 1.692849885 0.073076819 0191416165
Bindea_MNK_CD56dim 0.146069927 0.017227241 1.238528199 0.077762817 0191416165
Bindea_Tcm 0.063296818 0.002512928 1.594349899 0.093621637 0213892313
_________________________________________________________________________________ N—
1 15
Odds Ratio
Dx BrMet to event/primary tumor IGS
Signature OR Lower.95CI  Upper.95CI p q
Bindea_DC 0.062655233 0.007198807 0.54532343 0.012099291 038717712
Vincent_IPRES_Responder 0.005426987 3.97E-05 0.741808057 0.037617575 0487732424
Hollern_FHB 0.654308483 0421839668 1.01488699 0.058227362 0487732424 —
Bindea_Tem 0.154068767 0.018570757 1.278202354 0.083168734 0487732424
Bindea_Th1_Cells 0172158222 0.022556238 1313980334 0.089765614 0487732424
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Supplemental Figure 11
(continued)

Dx primary to event/BrMet IGS
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Signature OR Lower.95CI Upper.95CI p q
Bindea_Tad 0376661451 0172715623 0.821430314  0.014110531  0.29651761
Chang_serum_Response_Up 161.6825059 1.878948741 13912.69073 0.025257016 0.29651761
Vincent_IPRES_Responder 0.005431683 6.84E-05 0.604469481 0.029470151 0.29651761
Bindea_Mast_Cells 0333854348 0115293954  0.96673522 0.043142461  0.29651761
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